. Ligation yields for ligation of U5-biotin to RNAs incorporating poly-A-tails. The sequences of the RNAs are given in Table S1 . Yields were calculated as described in Materials and Methods. Table S1 . 
Figure S3. Ligation of U-biotin to RNAs with poly-A-tails. Analysis of the ligation reaction for (a) Qrr1, (b) Qrr4 and (c)
MicA with poly-A-tails. Gels were stained with SYBR-Gold and blots were probed with streptavidin-HRP to detect biotinlabelled RNA. Schematic representations of RNA species identified on the gels/blots are shown. The sequences of the RNAs are given in Table S1 . Qrr2. The sequences of the RNAs tested are given in Table S1 . with a poly-C-tail indicating the predicted structure to be disrupted from the native form and therefore was not tested experimentally. Ligation was only observed for MicA with a poly-A-tail (d). Panel 2) As for MicA, but for Qrr1. In this case, Qrr1 with a poly-G-tail (e) was found to disrupt the native predicted MFold structure (a) and was therefore not tested experimentally. Please note that in Panel 2 (c) the Qrr1 (poly-C-tail) RNA contains an impurity which is visible on the gel in both the control and ligation reaction samples, but it is still possible to observe that no ligation product is generated in the ligation reaction. Ligation was observed for Qrr1 with both poly-A (d) and poly-U (b) tails, but was noticeably more effective for the poly-A tail (d). Work subsequently proceeded using only poly-A-tails. The RNAs incorporating poly-C, -U, or -G tails were synthesised using the same method as that used for synthesising RNAs incorporating poly-A-tails (as described in the Materials and Methods section). The DNA primer sequences used are provided in Table S2 . Table S2 . Figure S8 . Ligation of U5-biotin to RNAs. Analysis of the ligation reaction for a) Qrr2, and b) Qrr3 with and without poly-A-tails. Gels were stained with SYBR-Gold. Schematic representations of RNA species identified on the gels are
shown. The sequences of the RNAs are given in Table S1 . 
